627th MEETING, NOTTINGHAM 23 1 4. High-stringency washing was carried out in 2 x SSC/ 0.1% (w.v) SDS at 65°C for 15 min. This was repeated three times.
4. A solution of pnitrophenyl phosphate in diethanolamine buffer (100 pl, 1 mg/ml, pH 9.8) was added to each well and incubated for 40 min to 3 h to allow colour development.
5. The reaction was stopped with 50 pl of 5 M-NaOH and the absorbance of each well was measured at 405 nm.
Results
Using the immobilization protocols described, the most consistent results were obtained using the baking method. Although it is difficult to estimate using the assay described, about 50-60% of the target DNA applied to each well was immobilized and available to hybridize. Colour development occurred within 1-2 h. Table 1 shows the signals obtained with different amounts of immobilized DNA and with the controls. Over a number of assays the lower limit of detection of il DNA was found to be 2 ng (6 x lo-'' mol). This is less sensitive than techniques which use 32P, but the system has not been optimized with regard to detection system, substrates, etc. As can be seen the background signals obtained with control DNAs were very low and this in effect increases the sensitivity of the assay.
Discussion
In this brief report we have presented preliminary data which suggest that microtitre plates are suitable for use as solid supports in DNA hybridization assays. Although the system presented is less sensitive than "P-based systems, there are a number of detection and amplification systems which could be applied to improve the lower limits of detection. However, the assay can readily be automated, is relatively quick, the reagents are easily available and it does not require autoradiography. The equipment necessary for its automation is widely available.
As the diagnosis of viral infections becomes increasingly important and the number of samples to be investigated increases, the approach described here will find increasing application. 
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Partially purified lipid extract from 20s cells was directly applied to a Zorbax-Sil column (4.6 cmx2.5 cm) and
The elution profiles of the authcntic vitamin D metabolites are indicated by the arrows. Chronic ethanol-abuse in man causes loss of skeletal muscle mass (Martin et ul., 1984 (Martin et ul., , 1985 Duane & Peters, 1988) . However, skeletal muscle is a heterogeneous mixture of proteins and it is likely that the content or protein turnover rates of certain labile proteins may be preferentially reduced in response to chronic alcohol abuse. Differential sensitivity in response to adverse stimuli has also been demonstrated in other states, i.e. during starvation (Bates & Millward, 1983) . The objective of this study was, therefore, to investigate the pathological basis of the ethanol-induced abnormalities in skeletal muscle and to ascertain if individual protein fractions were also preferentially affected by chronic ethanol exposure. Two groups of male Wistar rats were fed a standard laboratory diet until 80-90 g (small or immature) and 270-290 g (large or mature) body weight. Rats were then *To whom correspondence should be addressed at the Dept. of Clinical Biochemistry, Kings College School of Medicine and Dentistry, Bessemer Road, Denmark Hill, London SE5 8RX. pair-matched, on the basis of weight, and one rat from each pair was fed a nutritionally complete liquid diet containing ethanol as 36% of total calories (Preedy et al., 1988) . Control rats were fed isovolumetric amounts of thc same diet in which the ethanol was substituted by isocaloric glucose. Other than the differences in ethanol or glucose, the proportion of fat, protein, carbohydrate, vitamin and other micronutrients provided by each diet were identical (Preedy et ul., 1988) .
After 6 weeks, muscle protein synthesis was measured by the method of McNurlan et al. ( 1979) as modified by Garlick et al. (1980) with a flooding dose of phenylalanine (150 mmol/l; 0.1 Ci/Mol; 20 ml/kg body weight; i.p.). Muscles were separated into 'cytoplasmic' (33 000 g supernatant or sarcoplasmic fraction), 'contractile' (myofibrillar fraction) and 'stromal' (insoluble fraction) proteins by differential extraction as described previously (Preedy & Peters, 1988) .
Fractional rates of protein synthesis (k,), defined as the percentage of tissue protcin renewed each day, were calculated from the formula:
